[Use of the polymorphism of flanking DNA probes with respect to the Xq-27 region in a great fragile X pedigree].
We analyzed the segregation between fragile site Xq 27 and flanking polymorphic probes (52A, for factor 9, 4D-8, for factor 8, St14 and MN12) in a great Xq-fra pedigree. On the basis of these data, the use of these probes is discussed in view of its value as a diagnostic tool.